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Breaking dawn of transcriptomics
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1. Tissue-specific expression of histone H3 variants diversified after species separation. Maehara K et al,
Epigenetics Chromatin. 2015

2.  Spatial re-organization of myogenic regulatory sequences temporally controls gene expression. Harada A
et al, Nucleic Acids Res. 2015

3. Incorporation of histone H3.1 suppresses the lineage potential of skeletal muscle. Harada A et al, Nucleic
Acids Res. 2015

4. Chd2 interacts with H3. 3 to determine myogenic cell fate. Harada A et al, EMBO J. 2012
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