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Structural studies on spliceosomal proteins
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The majority of protein-coding eukaryotic genes are discontinuous, being interrupted by non-
coding intervening seguences (introns). Splicing is a fundamental part of gene expression and
it is not surprising that BNA splicing defects cause over fifteen percent of all point mutants
and result in human genetic diseases. Our research aims to elucidate the architecture of small
nuclear ribonucleoproteins (snRNPs) by X-ray crystallography to gain insight into the molecular
mechanism of pre-mRNA splicing.
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