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Exomic sequences of ovarian clear cell carcinomas
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Cancer Research Group, Department of Obstetrics and Gynecology, Shimane University
Hospital, has found for the first time special genes which work to suppress carcinogenesis of
“ovarian clear cell carcinoma” which has a high frequency of occurrence among the Japanese
and for which almost no anticancer drug has an effect, in cooperation with the Johns Hopkins
University team.

Ovarian Clear Cell Carcinoma (OCCC) is an aggressive cancer that is nearly always lethal.
To gain novel insights into the genetic origin of this tumor type, we determined the exomic
sequences of OCCC tumors after immunoaffinity purification of neoplastic cells. We identified
two novel genes that were mutated in at least two tumors. Recurrent missense mutations of
PP2RTA suggested it was an oncogene while truncating mutations throughout the ARID 1A
gene suggested it encoded an OCCC tumor suppressor. Over 57% of the tumors had mutations
in ARIDTA. These results provide new insights into the pathogenesis of OCCC cancers and
suggest that aberrant chromatin remodeling plays a central role in the process.

INER(FEMRBELH# U <, FEIRD G SNERR CIIETEODEEMNEEAETT, ZDHTY
AUV hFET—]EEDN, BARBUHERE CEFRDABNEECT, A TDINREICHITDHH
TREEBREDFEEBEIFINENAEAD25% TRERKDB% ELERTHH TEL, ABEETREEE
[CENDDEZBZONTNVET, INEREEREFAEREZEARE T HREDEFEACIETIE
THBHTFHRAIARTHD, FICAFICHBWVT2RITEBIMEDICH SFE (SOFEE THIDMBICEM) HY
BEEHEOTVET, IERBHREREDD FEYZFHIE, FEAERBINTHES T, DFIE
HEEBEREDARAOSZADONOTVF T A, INEBMIEREDABMEZD LS E DI (CIFINEEER
TBEREDD FEYFISEZHEIBEL, ZTOREICY—T Y hEROIERIEDNNET Y,

e, BARERY )L —TFBRKZEZEM BRI CF itk OEE#A D OBt zigE L&
GTFZME%R, BLTHERAZEDTEFR U, BRXTHEHIB0ABIMEXomIic sequencef#tT (2
TV VDEGTHN) OER, INERBEMARREICIED TARID 1Al EFIENSDETTFHEVHEE (19
BE)) TRAZEL, DA EZIFHI T HEZELR DTV END, FcERilHEETFChdE
WIE UK Ulfce TN E CONEBBMIERERED A D Z X AFFRAIN TE S FENFAEEDFE
UirW e, COEGTFDOHEEZEE T SIDABIZRETENL, BWEEBEEETD EHFIN

TVFT.
mrm Tl /7
S T Wy Frpss,
'Eg*fm*

#%?fﬁil:d:%)
EEEEED S,
Cell Sorting/&IC KD,

LR A S BEMEEREL. M ERERICHTARGRE  AAH i \
LALETHENE S prinay B LEROIIER | DA MRIIDH 2 RIRE
R %R R IRE FELT ©
A B

e —  mem e mm ' -

ARID1A
0CCO2PT
Q185X
€553 C>T

ARIDIA
0CC018PT
26971925delA
€.3575 delA

(5P EERAMRALRSE 1= 3 17 BARIDIADEIZFEE]

Science 2010 Science 2010 Frequent mutation of chromatin remodeling gene
ARID1A in ovarian clear cell carcinoma
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