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Studies on eukaryotic epigenetic regulation by using fission yeast as a model organism
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Even though there are 20,000 - 25,000 genes in the human genome, each differentiated
cell does not utilize all of them. The cells know which of the genes should be expressed or
repressed through chemical modifications of DNA and histones in order to keep its unigque
identity. This phenomenon is known as “epigenetics.” We are studying how the epigenetic
memory is established by using fission yeast as a model organism.
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