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Analysis of correlation between single nucleotide polymorphisms (SNPs) within Deoxyribonuclease (DNase) family
genes and rheumatic diseases
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Deoxyribonucleases have been focused on the role of risk factors for various diseases. DNase |, DNase I-like 1,
DNase I-like 2, DNase I-like 3, and DNase |l belong to the DNase family. In order to establish the foundation of genetic
biochemistry and pathology of DNases as risk factors, our research group has performed population study of SNPs

within the DNase family genes. We also have analyzed functional effects of amino acid substitutions from non-
synonymous SNPs.
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