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Analysis of ovarian carcinogenesis and its clinical setting
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By using digital karyotyping, we have identified a new, discrete amplified region at ch19p13.2
in a high-grade ovarian serous carcinoma. By using fluorescence in situ hybridization, we found
that 35 (20%) of 175 high-grade serous carcinomas had an increased DNA copy number at
the NACC locus, and those amplified cases were associated with early disease recurrence
within 6 months. NAC1 is a tumor recurrence-associated gene with oncogenic potential, and
the interaction between BTB/P0OZ domains of NAC1 protein is critical in the formation of
discrete NACT nuclear bodies and essential for tumor cell proliferation and survival. Therefore,
NAC 1-targeted therapy may benefit ovarian cancer patients with NAC1 expression.
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