K % Rk B

FHUOEHE B (BEF

FHUEEFS HFE6565

FAREFAE SM7FE3A5H

E & £ B IT #ZR BE #ith
BE #R BE i35
BE #R (U

WMXEBEOREDEE

PNAR=TILERE G BEOMEBI B TITMZ T, FHBIOVEIZH BEEOKTLERS
h5, TNICEDFETIAZ I B T2UE, T35, BENEREIAZIL, ThERI16ME, 1.765L
Wb, Pra=7 0 R#E BBION AITBE TS B RICBITAMBORETHD, FE,
PNaX=TIIHEIVLFH DN ERIN., TOFTH TR 232 5 X0 & (AR I BEE T 5T LA
HESINTWD, —F ., BHHIEFER N HREPLEEOEREOBEEN &L, FHHOBIERIERD
R L a_X=THRICBWTEELEZ LD, LML, INETHINLIR=T TS TR N
DY ) 2T AR BEfENT (GWAS: genome-wide association study) D372V, HEFEH L, mlind O
R BB AS 1\ B D@ BER = A3 5 Z & A BRY & L, BRKSF O Shimane CoHRE Study
& B K B K %D Bunkyo Health Study DS INE 0956055 LA L DFF3,45261 2 k5L L, f HEDLES
TR R E CIR LT A AR L MR C IR L7 8 e 5 3 TR [EIR DG WASE M T L 72, GWAS
BLORAZ T OFE R 10F Y BIEDTACC2  (transforming acidic coiled-coil-containing 2 )i {57 D
F1ET AMEIkrs 1074943812 B0BE (P = 4.2x10%) ZFAEL. ZDRIEHRITS. 9% Tz
R HDHZEEALNII T, ARWFFEIL T B 71 BEE 3 DA R E Lo it R YIOGWAS THY, =
NETHADRE S OGWAS TIRES N MBI EH 72 5HT LV Single nucleotide polymorphism (SNP,
— L) ThHDH, TACCHIBRFH CREEVREDLEZWVEBET THY, $La=7DRRE LD
B E L TET NS, 5%, RSNPE W Lar=7 O B#%E BN AL HRFER#F
DIEMRL, 7/ LAIRICHLHF S5 TOIMETHHEE Z DI, EFEEOFEREIET LRI,



